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NXT1 Antibody (monoclonal) (M08)
Mouse monoclonal antibody raised against a full length recombinant NXT1.
Catalog # AT3141a

Specification

NXT1 Antibody (monoclonal) (M08) - Product Information

Application IF, WB, E
Primary Accession 9UKK6

Other Accession BC000759
Reactivity Human

Host mouse
Clonality Monoclonal
Isotype IlgG1l Lambda
Calculated MW 15847

NXT1 Antibody (monoclonal) (M08) - Additional Information

Gene ID 29107

Other Names
NTF2-related export protein 1, Protein p15, NXT1

Target/Specificity
NXT1 (AAHO00759, 1 a.a. ~ 140 a.a) full-length recombinant protein with GST tag. MW of the GST
tag alone is 26 KDa.

Dilution
WB~~1:500~1000

Format
Clear, colorless solution in phosphate buffered saline, pH 7.2 .

Storage
Store at -20°C or lower. Aliquot to avoid repeated freezing and thawing.

Precautions
NXT1 Antibody (monoclonal) (M08) is for research use only and not for use in diagnostic or
therapeutic procedures.

NXT1 Antibody (monoclonal) (M08) - Protocols
Provided below are standard protocols that you may find useful for product applications.

¢ Western Blot

¢ Blocking Peptides

e Dot Blot

¢ Immunohistochemistry
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http://www.uniprot.org/uniprot/Q9UKK6
http://www.ncbi.nlm.nih.gov/nuccore/BC000759
/assets/pdf/Western_Blot_Protocol.pdf
/assets/pdf/Blocking_Peptides_Protocol.pdf
/assets/pdf/Dot_Blot_Protocol.pdf
/assets/pdf/Immunohistochemistry_Protocol.pdf
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* Immunofluorescence

* Immunoprecipitation

e Flow Cytomety

e Cell Culture

NXT1 Antibody (monoclonal) (M08) - Images

Immunofluorescence of monoclonal antibody to NXT1 on HelLa cell . [antibody concentration 10

ug/mi]

175 =
83=
62=

47 5= S——.

25 =

Antibody Reactive Against Recombinant Protein.Western Blot detection against Immunogen

(41.14 KDa) .

[ =]

100 =

Fo=
50 =
AT =

25 =
20=

Western Blot analysis of NXT1 expression in transfected 293T cell line by NXT1 monoclonal
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/assets/pdf/Immunofluorescence_Protocol.pdf
/assets/pdf/Immunoprecipitation_Protocol.pdf
/assets/pdf/Flow_Cytometry_Protocol.pdf
/assets/pdf/Cell_Culture_Protocol.pdf
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antibody (M08), clone 4F11.

Lane 1: NXT1 transfected lysate(15.51 KDa).
Lane 2: Non-transfected lysate.
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Western blot analysis of NXT1 over-expressed 293 cell line, cotransfected with NXT1 Validated
Chimera RNAI ( (Cat # AT3141a)
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Detection limit for recombinant GST tagged NXT1 is approximately 0.3ng/ml as a capture
antibody.

NXT1 Antibody (monoclonal) (M08) - Background

The protein encoded by this gene is located in the nuclear envelope. It has protein similarity to
nuclear transport factor 2. This protein functions as a nuclear export factor in both RAN (Ras-related
nuclear protein)- and CRM1 (required for chromosome region maintenance)-dependent pathways. It
is found to stimulate the export of U1 snRNA in RAN- and CRM1-dependent pathways and the
export of tRNA and mRNA in a CRM1-independent pathway. The encoded protein heterodimerizes
with Tap protein and may regulate the ability of Tap protein to mediate nuclear mRNA export. The
use of alternate polyadenylation sites has been found for this gene.

NXT1 Antibody (monoclonal) (M08) - References
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